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a neural basis for enhanced suffering in
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circuit has yet to be delineated in Panel A: Amygdalar subnuclei from the Tyszka & Pauli atlas. CNV seeds are “ Therefore, the CNV-latPB-CeA may
humans. With ultra high-resolution open- illustrated in a representat.lve dlfoSIOFll image from a study subject._ Panel B: serve as a potential therapeutic target for
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SOUrce heuroimaging databases, 1.€., the the PAG seed were used to increase the specificity of tractography by eliminating chronic pain d'SorderS that are
Human Connectome Project (HCP), the streamlines crossing these regions. accompanied by increased levels of fear
presence of circuits identified in other of pain and suffering, such as trigeminal
species can be explored in vivo in neuralgia’®.

humans. Diffusion-weighted imaging
(DWI) and tractography can map white
matter tracts and delineate such circuits.

The CNV-latPB-CeA circuit can be resolved at 7T

A Sagittal Views of the Right CNV-latPB-CeA Circuit

Conclusion

The monosynaptic CNV-latPB-CeA circuit
exists in humans and can be resolved
using 7T diffusion weighted imaging.

Aims

“* Primary Objective: Determine
whether the CNV-latPB-CeA circuit
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pilot and an independent validation
sample using probabilistic
tractography on ultra-high field (7T)
DWI scans from the HCP.

** Secondary Objective: Explore
whether there are sex differences in
the probabilistic connectivity metric for
the CNV-latPB-CeA circuit in both

samples.
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Pilot Sample: 15 Healthy Adults:
 8F (mean age £ SD: 31.8 = 2.3)

« TM(27.4 = 1.7)

Validation Sample: 80 Healthy Adults:
« 52F (30.1 = 2.7); 28M (28.0 = 4.0)
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« After exclusions: on N=80 (validation sample), thresholded to show at least 35% overlap across subjects.

« 45F (30.1 + 2.7); 22M (28.1 + 3.8) Panel A: The right CNV-latPB-CeA circuit. Panel B: The left CNV-latPB-CeA circuit. Panel C: &
’ Coronal slices show the passage of the circuit through the latPB, whereas the axial view O = ) (XS
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